
INTRODUCTION

Tomato widely known as pepper is a member of family
Solanaceae and is very important crop for vegetable. There is
a good scope for increasing its export by pushing up
production. In India especially, it is  considered as a mint
master for adding foreign exchange to the  states have given
it a good locus  in the area of horticultural crops and hence,
the breeder work for overall improvement of this crop for
profitable returns. A wide range of variability in tomato is
available which provide a great scope for improving fruit yield
through a systematic and planned selection programme. The
present investigation was conducted for selected 19
genotypes to determine the extent of genetic variability, genetic
co-efficient, heritability, genetic advance and correlation of
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different characters in tomato.

MATERIALS AND METHODS

The field experiment was carried at the Vegetable
Research Farm, Department of Horticulture, SHIATS,
Allahabad. Seedlings of 19 genotypes of tomato were
transplanted in a Randomized Block Design with three
replications during 2011-12. Seedlings were transplanted in to
the main field at 60cm row to row and 50cm between plant to
plant spacing. All the recommended agro climatic package of
practices were followed. Observation on five randomly
selected plants of each plants of each genotype were recorded
for 16 quantitative characters viz., plant height, number of
branches per plant, number of leaves, flower per plant, cluster
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